A rat cell line (78A1) transformed by the Moloney murine sarcoma virus-Moloney murine leukaemia virus (Mo-MuSV-MuLV) complex was found to produce a sarcoma virus different from the isolates previously described. Analysis of intracellular RNA of the 78A1 cell line by electrophoresis on agarose gel, and hybridization with DNA probes specific to M1-Mo-MuSV and v-mos M° sequences revealed a size of 6-7 kilobases (kb) for the RNA of this sarcoma virus. This genome is larger than those of ml, m3, HT1 and 124 isolates and slightly smaller than the myeloproliferative sarcoma virus genome (7.0 kb).
. This diagram represents the 3' end of the 2ml EcoRI insert. The sizes of the v-mos-specific fragments generated by PstI digestion were determined by electrophoresis on polyacrylamide gels: A, 425 bp; B, 172 bp; C, 260 bp. These correlate with the sequence data of 124-Mo-MuSV provided by Reddy et aL (1980) and .
Two different probes were used: first, proviral ml-MuSV DNA cloned in 2gt WES 2B by Vande Woude et al. (1979) , which recognizes Mo-MuLV-derived as well as Mo-MuSV-specific sequences, and second, a fragment of the v-mos M° gene that we have subcloned in pBR322, as schematically represented in Fig. 1 . A 4-1 kbp fragment containing the 3' end of the virus DNA was generated by BgllI digestion of a purified 2m 1 EcoRI insert. Partial PstI digestion of the 2-0 kbp SmaI fragment containing the entire v-mos gene allowed the construction of several recombinant plasmids, which have inserted various regions of the transforming gene. Plasmid pM6 carrying the B and C fragments was used as an MuSV-specific probe.
The patterns of intracellular virus RNA related to Mo-MuSV and MuLV are shown in Fig.  2(a) . Four different major species were expressed in 78A1 rat cells (lane 1), and by comparison with the electrophoretic mobility of known virus species, Mo-MuLV genomic and subgenomic RNA present in 3T3-MLV cells (lane 3) and ml-MuSV RNA detected in FG10 cells (lane 5), we estimated their size to be 8-3, 7.0, 6.7 and 3.0 kb. The 8.3 kb and 3.0 kb species correspond most probably to the expression of NB ecotropic Mo-MuLV in 78A1 cells. The two additional RNAs revealed by the 2ml probe appear as a doublet migrating slightly faster than the Mo-MuLV genomic RNA.
In order to localize on this pattern the RNA species carrying v-mos-transforming sequences, RNA from 78A1 cells was separated under similar conditions and hybridized with the DNA of plasmid pM6. This probe does not allow the detection of Mo-MuLV RNA (Fig. 2a, lane 4) , whereas it reveals the presence of the ml-MuSV 4.6 kb RNA (lane 6). As shown in Fig. 2(a) , lane 2, a major RNA species of 6.7 kb and two minor species of 5.2 and 3.0 kb were revealed in the rat cell line. The two larger species were also found in the virions produced by 78A1 cells (results not shown) and are therefore presumed to be genomic RNAs, whereas the 3.0 kb species would be an Mo-MuSV subgenomic RNA. Furthermore, when the RNA separated in Fig. 2(a species co-migrated with the subgenomic R N A from HT1 and seemed slightly larger than the subgenomic R N A from m3-MuSV-infected C3H cells. Hybridization analysis of the virus R N A synthesized in 78A1 cells with a 'v-mos'-specific D N A probe has shown the occurrence of an MuSV genomic R N A which is larger, on agarose gel mobility criteria, than the genome of any known Mo-MuSV variant. This R N A species was also found to hybridize with Mo-MuLV probes specific for the long terminal repeats (LTR) and 'gag' gene sequences (J. Devaux et al., unpublished results) . This Mo-MuSV isolate might have been selected in our laboratory from the original Mo-MuSV-MuLV complex or generated later during successive passages in vivo in Balb/c mice and in vitro in embryonic rat cells. It has been shown to transform fibroblasts in vitro and induce sarcoma in newborn mice (C. Bernard, unpublished results) .
It is worth noticing that the myeloproliferative sarcoma virus (MPSV), which is derived from Mo-MuSV-MuLV and exclusively contains sequences of these two viruses, has also a large genomic size (7.0 kb) (Pragnell et al., 1981) . Preliminary studies on the biological activity of the 78A1 virus complex indicate that there is no induction of myeloproliferative disease when injected into adult mice. It would be interesting to compare further the genomic organization and the biological activity of MPSV with our Mo-MuSV isolate. Restriction enzyme mapping and microscopic examination of heteroduplex molecules formed by the 6.7 kb genome with known molecularly cloned proviral D N A (such as Mo-MuLV, ml and HT1-MuSV) are under current investigation. Molecular cloning of this Mo-MuSV isolate would permit studies providing additional information on its genetic structure and organization.
